
Figure 1: Take flux raw data (here from Grafahrend-Belau et. al. 2008 [10])



Figure 2: Fill data input template



Figure 3: Load flux data



Figure 4: Select correct template loader



Figure 5: Load network (has to be created manually beforehand)



Figure 6: Map flux data onto network



Figure 7: Summon FluxMap dialog



Figure 8: Improve visualization



Figure 9: Increase global edge thickness



Figure 10: Reduce arrowhead/-tail ratio



Figure 11: Switch between different conditions



Figure 12: Adapt visualization of quality information



Figure 13: Validate flux balance



Figure 14: Export data, graphics or webpage



Figure 15: Export in different graphical formats



Figure 16: Connect metabolites with the same label



Figure 17: Show flux values on edges


